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4 <110> APPLICANT: Donna T. Ward 

5 Andrew T. Watt 

7 <120> TITLE OF INVENTION: ANTISENSE MODULATION OF EIF2C1 EXPRESSION 

9 <130> FILE REFERENCE: RTS-0236 
C--> 11 <140> CURRENT APPLICATION NUMBER: US/10/007 , 078 
C--> 11 <141> CURRENT FILING DATE: 2001-11-08 



Does Not Comply 



11 <160> NUMBER OF SEQ ID NOS : 88 

14 <210> SEQ ID NO: 1 nu 6 ^ . 

is <2ii> length: 20 GOrrioted Diskette Needed 

16 <212> TYPE: DNA 

17 <213> ORGANISM: Artificial Sequence 
19 <220> FEATURE: 

21 <223> OTHER INFORMATION: Antisense Oligonucleotide 

23 <400> SEQUENCE: 1 

24 tccgtcatcg ctcctcaggg 20 

27 <210> SEQ ID NO: 2 

28 <211> LENGTH: 20 

29 <212> TYPE: DNA 

30 <213> ORGANISM: Artificial Sequence 
32 <220> FEATURE: 

34 <223> OTHER INFORMATION: Antisense Oligonucleotide 

36 <400> SEQUENCE: 2 

37 atgcattctg cccccaagga 20 

40 <210> SEQ ID NO: 3 

41 <211> LENGTH: 7478 

42 <212> TYPE: DNA 

43 <213> ORGANISM: Homo sapiens 
45 <220>FEATURE: 

47 «22i>£ FEATURE : 

48 <221> NAME/KEY: CDS 

49 <222> LOCATION: (214) ... (2787 ) 

51 <400> SEQUENCE: 3 

52 actggcagct ggccgggcgc tcgcagtggg agctgctgca ggctccgcgg cggcggcaac 60 

53 ggaggctgcg ggggcggcgg cgcgagcggc cgggcttggt aggggagccg agcccggccc 120 

54 gggatcccga gcagcgagag tgtggggtac ctaggcccct cacgctggac ttcacagtct 180 

55 ccgggccgcc tgacctccgc acgggtatat ggg atg gaa gcg gga ccc teg gga 234 

56 Met Glu Ala Gly Pro Ser Gly 

57 15 

59 gca get gcg ggc get tac ctg ccc ccc ctg cag cag gtg ttc cag gca 282 

60 Ala Ala Ala Gly Ala Tyr Leu Pro Pro Leu Gin Gin Val Phe Gin Ala 

61 10 15 20 

63 cct cgc egg cct ggc att ggc act gtg ggg aaa cca ate aag etc ctg 330 

64 Pro Arg Arg Pro Gly lie Gly Thr Val Gly Lys Pro lie Lys Leu Leu 

65 25 ' 30 35 

67 gee aat tac ttt gag gtg gac ate cct aag ate gac gtg tac cac tac 378 

68 Ala Asn Tyr Phe Glu Val Asp lie Pro Lys lie Asp Val Tyr His Tyr 

69 40 45 50 55 
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cag 


tgt 


gtg 
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a uu 


pa a 

Uaa 


ttp 

U UU 


far 

Lao 


a a cr 
day 


1" PP 

UUU 


ace 


pert* 
uy u 


tte 

U U U 


a a cr 
aay 


ppt 

UU u 


acc 
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Arg 


He 


Glv 


Lys 


Ser 


Glv 

j- jr 


Asn 




9*37 








715 

/J ' 










720 










725 








9^Q 

D j 


a t" p 
a Lv^ 


uua 


("TP t 


(7(7(7 

yyy 


a pp 


aca 


CTt CT 

y u y 


gac 


acc 


aae 


ate 


acc 


cac 


cca 


ttt 


aaa 
y »y 


2442 


240 


lie 


Pro 


Ala 


Glv 


Thr 


Thr 


Val 


Asp 


Thr 


Asn 


He 


Thr 


His 


Pro 


Phe 


Glu 




94.1 






7^0 










735 










740 










94 ^ 

Z t J 


ttt 


era p 


ttn 

U UU 


tat 

Ua U 


p "h (7 

t^uy 


1" CTP 

uy <~ 


age 


cac 


gca 


aap 


ate 


cag 


aap 
y y u 


acc 


age 


cga 


2490 


244 


Phe 


Asp 


Phe 


Tvr 


Leu 


Cys 


Ser 


His 


Ala 


Glv 


He 


Gin 


Glv 


Thr 


Ser 


Ara 




245 




745 










750 










755 












247 


cca 


tec 


cat 


tac 


tat 


gtt 


ctt 


i-y y 


gat 


gac 


aae 


cgt 


ttc 


aca 


gca 


gat 


2538 


248 


Pro 


Ser 


His 


Tvr 


Tvr 


Val 


Leu 


Tro 


ASD 


ASD 


Asn 


Ara 


Phe 


Thr 


Ala 


Asp 




249 


760 










765 










770 










775 




9 M 

Z J X 


gag 


fit* 
U Ut 




d uu 


u uy 


a p<T 


fap 


r»a rr 
uay 


+- rr 

u uy 


uy u 


pap 


apt 

aU u 


tap 
uau 


rrt a 
y lq 


prra 
uy a 


t fTP 

uy u» 


2586 


252 


Glu 


Leu 


Gin 


He 


Leu 


Thr 


Tyr 


Gin 


Leu 


Cys 


His 


Thr 


Tyr 


Val 


Arg 


Cys 




253 










780 










785 










790 






255 


aca 


cgc 


tct 


gtc 


tct 


ate 


cca 


gca 


cct 


gee 


tac 


tat 


gee 


cgc 


ctg 


gtg 


2634 


256 


Thr 


Arg 


Ser 


Val 


Ser 


He 


Pro 


Ala 


Pro 


Ala 


Tyr 


Tyr 


Ala 


Arg 


Leu 


Val 




257 








795 










800 










805 








259 


get 


ttc 


egg 


gca 


cga 


tac 


cac 


ctg 


gtg 


gac 


aag 


gag 


cat 


gac 


agt 


gga 


2682 


260 


Ala 


Phe 


Arg 


Ala 


Arg 


Tyr 


His 


Leu 


Val 


Asp 


Lys 


Glu 


His 


Asp 


Ser 


Gly 




261 






810 










815 










820 










263 


gag 


ggg 


age 


cac 


ata 


teg 


ggg 


cag 


age 


aat 


ggg 


egg 


gac 


cec 


cag 


gee 


2730 


264 


Glu 


Gly 


Ser 


His 


He 


Ser 


Gly 


Gin 


Ser 


Asn 


Gly 


Arg 


Asp 


Pro 


Gin 


Ala 




265 




825 










830 










835 
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PATENT APPLICATION: US/10/007 f 078 



DATE: 12/20/2001 
TIME: 14:09:27 



Input Set : A:\RTS-0236 Sequence Listing.txt 
Output Set: N:\CRF3\12202001\J007078 .raw 



267 ctg gcc aaa gcc gtg cag gtt cac cag gat act ctg cgc acc atg tac 

268 Leu Ala Lys Ala Val Gin Val His Gin Asp Thr Leu Arg Thr Met Tyr 



271 ttc get tga aggcagaacg ctgttacctc actggataga agaaagcttt ccaagcccca 

272 Phe Ala 

275 ggagctgtgc cacccaaatc cagaggaagc aaggaggagg gaggtggggt agggaggagt 

276 gtaggatgee ttgtttcctt ctatagaggt ggtgtaagag tggggaacag ggccagcaag 

277 acagaccacc agecagaaat ctctgatatc aacctcatgt cccccacccc tcaccccatc 

278 ttgtcacatc tggccctgac cccactggac caaaaggggc agcactggtg cccaccatac 

279 acacaggtgt ctcatgtgac teacagtget aaagactcat gcttgacagc ttggtaaggt 

280 caactctgta gccctgcaga caaaagctgg ttaggtttgg gtttgatact ttagatggga 

281 aagtgagggg cttgagaaag tgggtgggag gagggaagga ttttttagga gecttaatea 

282 gaaaaggact agatttgttt aagaagaaaa atgaaaccag acccagatca atattttagg 

283 atactagatg ttttaatggg ttcagaatcc agtttgtagg aagatttttt aatggttttg 

284 gttgctcctc ccccagctgc caccccccac cttaccctta ttcctctctg tccacatttt 

285 ctgccccacc ttacttctcc tccctgacag acatccagcc cctagtaata cttaaggcac 

286 tatggcactt agctttgaag tgacacgacc ctgtcttcct tccgcccgct ggtgggtaac 

287 cagtgccttc ectgtaaegg taatgetgea gaactgeaac cttttgtacc tttctttggg 

288 gaatggggtg ggggtgggag aggaggtaga tggggaagaa ataccccaga cccaacaaac 

289 ctccagccag aaagecaget attttgeatt tgaaggaatt gacttcctca ttcattgagc 

290 tttttaaaag atcacaacct caagatggtt aaaatccatt gaeatttgea ctttcaaaca 

291 tgacaagtct eggagctget gagatgacag gcccctggcc tttccactta tgcctccttt 

292 tctccttatt cctcctacct cccgccccgc ccaggtctgg agttactttc atagcatttt 

293 tcactcttgg cttcttttct cccttgatgg tcaagtctct tatgtttcaa tatttcttaa 

294 ctggggtgtc ttataacaaa aaactcttag gtctaaaatg agaaaaaaga gagaaaacaa 

295 aatgttattt ttataccata acttgagtgt attgecaaaa tttggaaatc cttcccatgc 

296 ctgatgagtt tatatcccag aaacattgag ccatcagaat gaactgtgta cctgatttgt 

297 tctctgacct ggctaggtag ggagggggtg gttatcgccc caagatgggg tccaggctcc 

298 atccttcctc tgtgcagata ataccttttt ettgetatag cctccctcct ctgcactgtc 

299 ctgcactctt tettgeaagt gcatcttttt ccttcccctg gactgtcctc tgaccctttg 

300 gctcatccta gattgeagtg tgtcctgtgg acaggctggg gaattttget gctccctatt 

301 gcttctgttt acaaaaatga atttttcctg gtttcccact agggcatgtg ggtgggtggc 

302 atggactttt tttttttttt ttttttgtct tgagacatgg ggtttggctg tettgeagga 

303 ctggagaagg tggtggttct agcttggtct ctgttggcct tgaagcaagc atcccccctg 

304 ccctttttcc ttgactgttc atttttttcc tgccccactg cttgggatgg ggagttgcaa 

305 cttcagtgtg gaatttcctc tttgaggagc ctgggcttgg atctatcctg atctggtgat 

306 gaagccatga ttactttaga cctagcccag gcttggaggc cagctggagg aagaagggtc 

307 taaatcctgg cctgtagagt tagaactacc atttcctccc cttagctgcc cttgtatgac 

308 ccggatttgc tatgeaaaac aatctatccc aggttctgtt ctggttggct acattgttca 

309 gcaactcaca aaaegtagea caaacattca ttatggagaa agcatcagga ctgttgagta 

310 actcctcctt tacttttttc ctgctggcta cagcatgggg tgecctatag gcacaagccc 

311 agctgaagaa cagaatggag ggctctggga ggaggcagct cactggagag cctacattcc 

312 ttacacaagt gectaaagag agtgatgcta acactccatc tgccctgtcc attgecttea 

313 tatacagtct acttcgtgtt ctgtcaccct ttggggaggg gagttctcct gggacagtgg 

314 getctgeatg ttctccactt ggatacattt tggggctagg atcagggcac tattcctgga 

315 gggtccagtc attcaccagc atttgeaaat gtccataggg agcaggtggc agcctctact 

316 cccagcaaca agtttgtgtt ctctcctttt ctctctttgc ctcactctct ccagttggtt 

317 ttcagctggg gcttgaaatg catttttagc ectttgaegt ggcttatgee attcaagaaa 

318 taaaaagcaa gagaatcagc tttgggcaat gacaagaaat gagttcttac tctgattttt 



2897 
2957 
3017 
3077 
3137 
3197 
3257 
3317 
3377 
3437 
3497 
3557 
3617 
3677 
3737 
3797 
3857 
3917 
3977 
4037 
4097 
4157 
4217 
4277 
4337 
4397 
4457 
4517 
4577 
4637 
4697 
4757 
4817 
4877 
4937 
4997 
5057 
5117 
5177 
5237 
5297 
5357 
5417 
5477 



269 



840 



845 



850 



855 
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VERIFICATION SUMMARY DATE: 12/20/2001 

PATENT APPLICATION: US/10/007,078 TIME: 14:09:28 

Input Set : A:\RTS-0236 Sequence Listing.txt 
Output Set: N:\CRF3\12202001\J007078.raw 



L : 
L: 
L: 
L : 
L: 
L : 
L: 
L: 
L: 
L: 
L: 
L: 
L: 
L: 
L: 
L: 
L: 



11 M:270 C: Current Application Number differs, Replaced Current 
11 M:271 C: Current Filing Date differs, Replaced Current Filing 



Application No 
Date 



825 

826 

827 

939 

940 

973 

974 

975 

2246 

2249 

2249 

2253 

2253 

2254 

2254 



M:341 
M:341 
M:341 
M:341 
M:341 
M:341 
M:341 
M:341 
M:334 
M:336 
M:334 
M:336 
M:334 
M:336 
M:334 



used, for SEQ ID#:10 
used, for SEQ ID#:10 
used, for SEQ ID#:10 
used, for SEQ ID#:10 
used, for SEQ ID# : 10 
used, for SEQ ID# : 10 
used, for SEQ ID# : 10 
used, for SEQ ID#:10 
Invalid Amino Acid in Coding Region, NUMBER OF 
Invalid Amino Acid Number in Coding Region, SEQ ID: 
(2) Invalid Amino Acid in Coding Region, NUMBER OF 
Invalid Amino Acid Number in Coding Region, SEQ ID: 
(2) Invalid Amino Acid in Coding Region, NUMBER OF 
Invalid Amino Acid Number in Coding Region, SEQ ID: 
(2) Invalid Amino Acid in Coding Region, NUMBER OF 



(46) 
(46) 
(46) 
(46) 
(46) 
(46) 
(46) 
(46) 
(2) 



"n" 
"n" 
"n" 
"n" 
"n" 
"n" 
"n" 



or 
or 
or 
or 
or 
or 
or 
or 



"Xaa" 
"Xaa" 
"Xaa" 
"Xaa" 
"Xaa" 
"Xaa" 
"Xaa" 
"Xaa" 



INVALID KEYS: 3 
88 

INVALID KEYS: 3 
88 

INVALID KEYS: 4 
88 

INVALID KEYS: 4 
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